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4. Thermostable DNA polymerase
Thermostable DNA polymerase ﬁﬁmfl%’ﬁmﬂﬂﬁq afo Taq DNA polymerase 9
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Tag DNA polymerase iiuTisAuniiiminluana 94 flasadu vinguauiia 3-5 exonuclease
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5. Deoxynucleotide triphosphates (ANTPs)

ANududuYe ANTPs (dATP, dCTP, dGTP, dTTP) Un@Apgszning 50-200 uM vouuaaz dNTP
ugdiily dNTPs 14 4 § wlidanszneusanhifiu 800 uM Amnims1d aNTps Adanududuiiqe
fuld sziamsdediwuiagauiinanata M13aseu INTPs
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mmum“lﬂ"lﬂ Tag magnesium 10n amrindy co-factor HONINUU magnesium 1on YNUHNANBNIT
o 4 1
Maruveaeu laaide (enzyme fidelity) Laziinanoms anneal Y94 primer ANVTUTUVDI Magnesium ion
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2) pH
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pH vz eruun139$191ud1150 Taq DNA polymerase o7 pH 7-7.5 Ngmuigil 72 oerusaifo

u
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wld pH 7.3
7. eeftlszneudwluilii3e PCR

Tae I dutsznouveatiives i1 PCR fe 10-15 mM Tris-HCL muj pH8.4 71 25 09fh
aIFed, 50 mMKCL, 1.5 mM MgCL, 0.01% gelatin (W/V) #39011% non-ionic detergent gugmu gelatin 8
1514 0.01% NP40 1Az 0.01% Tween 20 Minaaod a1y DMso ldasllulfAseuiioan secondary
structure U9 DNA L@ANWUI 10% DMSO l3imangdy Tag DNA polymerase zwmz"lﬂﬁugmﬁﬁ?ﬂwm
oulai 1 1dnanan PCR fiTiooaa Gelatin %50 Bovine serum albumin (BSA) finnndususin (100
ug/ml) annsodsasanwvoueulnild ud Bsa gavhaeldheiguvgiguazeimnazneudy Tag
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Temperature cycling
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A v a a < 4 v A - Any o Ry
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1. Gel electrophoresis Iagtimanan PCR fia1elduuesnauvyuia DNA Tasldnszua lviuen DNA vu
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< o ! a ! L ag i
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dimmer
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w3l mwsaasmawua laeds sequencing PCR mﬂumﬂ@_ (double strand PCR products) L)
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Yon3532 Y9l 5911 PCR
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o ad A - o 4w ) o 0o q¥a v & Ay
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1) AMTuLINUKTee s LR uIasd i1 PCR (separate workspace)
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nlasugalieliony
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6) anvuAdNiEnIgaIaTany (Minimize handling of the solutions ) ¥HaavuasuM3 19l Taensi

master mix 119@99%11 PCR Hanediinga
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v o a g Ao o Y d’i’ 1w A o ~ a
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2 Y o q Y ¥ a Aa LR '
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Advanced Techniques of PCR
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1 3 A 1 a g/l
maTulagves PCR lafnilegasiaEa Taeisududuuainssieaumsna PCR asausnluil 1985



: o o - & )
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1. Multiplex PCR
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